EXHIBIT A 


Primary screening to determine which core histone genes, when over-expressed, can 
enhance Agro^actenunt -mediated transformation of Arabidopsis 
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A total of 22 representative core histone genes were tested by expressing cDNAs of 
these genes under the CaMV 35S promoter in transgenic Arabidopsis plants. 
Infections were performed at a bacterial concentration of 10^ **"*/ml (Klett=0.01) or 
at 10^ cells/ml (Klett=0.1). 
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